[Genetic variability of Iris setosa].
Genetic variability of Iris setosa Pall. ex Link. was studied by the RAPD method. Plants from three different habitats were compared by 135 loci revealed with eight arbitrary primers. The three plant accessions all exhibited a high level of polymorphism, and each was characterized by different frequencies of polymorphic fragments, which probably reflected the geographic isolation of the analyzed populations. The average level of polymorphism detected was 35%.